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Gin 


Ala 


Arg 


Gin 


Leu 


Lys 


Asn 


sn 


sn 


ro 


Phe 


Lys 


331 










485 










4 90 










495 




jjj 


Phe 


Phe 


Val 


Pro 


Pro 


Ser 


Gin 


Gin 


oer 


Pro 


Arg 


Ala 


Val 


Ala 






J J 4 








500 










DUO 










510 






•507 


<210> SEQ ID NO 


4 
























338 


<211> LENGTH: 473 
























339 


<212> TYPE: 


PRT 


























340 


<213> ORGANISM: 


Glycine 


max 




















342 


<400> SEQUENCE: 


4 
























343 


Met 


Ala 


Ser 


Lys 


Val 


Val 


Ser 


Val 


Leu 


Val 


lie 


Ala 


Met 


Met 


Leu 


Phe 


344 


1 








5 










10 










15 




346 


Ala 


Met 


Asn 


Cys 


Asn 


Cys 


Thr 


Ser 


Val 


Gly 


His 


Met 


Pro 


Ser 


Thr 


Lys 


347 








20 










25 










30 






349 


Glu 


Glu 


Gly 


His 


Asp 


Phe 


Gin 


Glu 


Ser 


Lys 


Ala 


Lys 


Thr 


Thr 


Gin 


Thr 


350 






35 










40 










45 








352 


Ala 


Asn 


Lys 


Ala 


Met 


Glu 


Thr Gly 


Lys 


Glu 


Gly 


Gin 


Glu 


Ala 


Ala 


Glu 


353 




50 










55 










60 










355 


Ser 


Trp 


Thr 


Glu 


Trp 


Ala 


Lys 


Glu 


Lys 


Leu 


Ser 


Glu 


Gly 


Leu 


Gly 


Phe 


356 


65 










70 










75 










80 


358 


Lys 


His 


Asp 


Gin 


Glu 


Ser 


Lys 


Glu 


Ser 


Thr 


Thr 


Asn 


Lys 


Val 


Ser 


Asp 


359 










85 










90 










95 




361 


Tyr 


Ala 


Thr 


Asp 


Thr 


Ala 


Gin 


Lys 


Ser 


Lys 


Asp 


Tyr 


Ala 


Thr 


Asp 


Thr 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review 
Sequence Listing to ensure that a corresponding explanation is presented in thi 
<223> fields of each sequence which presents at least one n or Xaa. 
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VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/267,719 



DATE: 07/10/2000 
TIME: 10:49:02 



Input Set : A:\Hsll0pl.app 

Output Set: N:\CRF3\07102000\I267719.raw 



L:476 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 5 

L:476 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 5 

L:476 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID#:5 

L:523 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 6 

L.-523 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 6 

L:523 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID# : 6 

L:526 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 6 

L:526 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 6 

M:340 Repeated in SeqNo=6 

L:595 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# ; 7 

L:595 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 

L:595 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ ID# : 7 

L:598 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 7 

L:598 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 7 

M:340 Repeated in SeqNo=7 

L:826 M:258 W: Mandatory Feature missing, <220> not found for SEQ ID# : 10 

L:826 M:258 W: Mandatory Feature missing, <221> not found for SEQ ID# : 10 

L:826 M:258 W: Mandatory Feature missing, <222> not found for SEQ ID# : 10 

L:826 M:258 W: Mandatory Feature missing, <223> not found for SEQ ID# : 10 

L:826 M:340 W: (46) "n" or "Xaa" used: Feature required, for SEQ IDS : 10 
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